Stamp Results 04/30/14

Jump to: Multiple Alignment Motif Tree Motif Matching
Input file: 63 motifs loaded

Settings: Metric=PCC, Alignment=SWU, Gap-open=1000, Gap-extend=1000, -nooverlapalign

Multiple Alignment=IR, Tree=sUPGMA, Matching against: TRANSFAC

Note: All results files are removed nightly at midnight EST. Please save your results by saving "Webpage,

complete".

Download results as a PDF
Click here to run STAMP again.

Multiple Alignment

(Consensus sequence representations shown, but multiple alignment was carried out on the matrices)
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Familial Profile:

click for matrix
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Tree (drawn by Phylip)

Click here for Newick-format tree (viewable with MEGA)
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http://www.benoslab.pitt.edu/stamp/results/1661056009FBP.txt
http://www.benoslab.pitt.edu/stamp/results/1661056009FBP.txt
http://evolution.genetics.washington.edu/phylip.html
http://www.benoslab.pitt.edu/stamp/results/1661056009.tree
http://www.megasoftware.net
http://www.benoslab.pitt.edu/stamp/results/1661056009_tree.jpeg
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AAACCRG—
MEF-2_M00233 13665e-05 ___LorGTITT————=——-
NNNTTCTATTTTTAGTAACAN
-TCTGTTTT
SMAD3_M00701 3.5568e-05 R

S

Motif

HSF 00167

Grainyhead-EIf-I-NTE-1_M00S31

o

MEE1] Mﬂm}

SMAT Mo%01

iATCT CT

14



Stamp Results

04/30/14

HNFlalpha M00T4

HNF3alpha_M00724 4.5987¢-05 _AARRCAGA- TT
NWRARCAAAY
ACACA
BRCAI-USF2_M01082 4.8334¢-05 ARARCAGA TT
—CAACNNN
——TCTGTTTT-
RAVI_M00343 1.3206¢-04 . AA A
f—rﬁ
N Tal-Tbeca-ITF-2 MOXT0
Tal-1beta-ITF-2_ MO0O70 17679%-04 TCIGITIT
NNNACCATCTGTTNN AA T
— W TTC _—
HSF_MO00168 1.8208e-04 TCIGTTIT AA AA TTc
NGAANNTTCNNTTC—-
1y Avill 11V
forward reverse compliment
Name E value Alignment Motif
MEF-2_ M00405 2.9868¢-07 TTTTTARAAA
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GT-1_M00635 3.0590e-04 TN ; " A_IA_
. ==_T
s }AATTAAAA
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reverse compliment
Name E value Alignment Motif
Nkx6-1_M00424  7.1351e-11 TITTARTT ==~ b
WTTTAATTGNTT T TT
m—A G =A—
Nkx2-5_M00241  1.0763e-06 CAATTAARA T A ATT
NAATTAW-— T
A
OTX_MOI117  2.2532¢-06 ARTTAAAR ‘ ‘ A
ANNTAAT- T
mc A
TTTTAATT——
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Name E value

ZNF219_MO01122 2.4247e-13

MAZR_M00491 7.3591e-10

KROX_MO00982 1.4426e-09

UFIH3BETA_MO01068 2.4590e-09

ML_rev

nnnnnnnnnnnn

reverse compliment

Alignment

GGGGGGGGGGGG
GGGNGGGGGGN-

———GGGGGGGGGGEGG
SGGSGGGGGGGGMNN

—CCCcccceeecececece
CCGCCCCCNCNNC

—CCCccceeecececece
GCCCCTCCCCCRC
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Sp1_M00196 6.2691e-06 NCCCeGeee : c
p— 7—9—5—-*&%92
—GGGGGGGGGGGE .
RREB-1_M00257 1.3239¢-05 CeeeTeeTTITeeG ; A ACC AQCQ
XVl IcCZACAA c
N Allinl, MOMFY
Alfin1_MO00479 1.7336¢-05 - --ccccccececee
MNNCCCCACNYNYN-— A A
A — — = I
Sp1_M00931 2.3343¢-05 ceecececceee
NCCCCGCCC————
Sp1_M00933 4.6608¢-05 —ceececececee
C—CCKCCCCN——— g;
VYV
OO0BTOO000 GG
forward reverse compliment
Name E value Alignment Motif
KCCCCTCCCCC—— .
UF1H3BETA_M01068 0.0000e-+00 e CTeeCCORE T A Q
,TC TA
GGGGGAGGGGM .
ZNF219_MO01122 7.4369¢-11 S : C CCC
- A G- —
KCCCCTCCcCccC .
MAZ_M00649 8.6829¢-10 coTeme i A
- B = =N
N MAZR MOM49L
GGGGGAGGGGM—— .
MAZR_MO00491 1.7966e-09 O GCUEOOMIN :

T A VT e



Stamp Results 04/30/14

Alfinl_MO0479

Alfinl_MO00479 6.7900e-08 —-keceeTeecce
MNNCCCCACNYNYN A A
-\ = = = I
—KCCCCTCcCcCccC .
Spl_M00196 1.8742¢-07 R ; o
p— 7$E—fé%gf
KCCCCTCcccee .
TFILL M00706 4.9626e-07 o oo ;
N =TI
N GC_Mn2ss
GC_MO00255 7.3207e-07 —-keceereceece
NNGCCCCGCCCNN

= A FTATAET =+

SpLW00933

Sp1_MO00933 8.1515e-07 eceereccce He
——CCCKCCCCN g;
s =S _u TQ?

SpL_ w0093l

Sp1_M00931 1.3356¢-06 Keceercecce
NCCCCGCCC—-

=4 > Ay

M3 ) M8 _rev

i (ROICOMANOG T

mmmmmmmmmmmmmmmmmmmmmmmmmmmmmm

forward reverse compliment
Name E value Alignment Motif
—CCCCACCCCCAccee .
UF1H3BETA_MO01068 4.2744e-14 CCCCCTOCCCORO—— T Q
,TC TA
GGGGTGGGGGTGGGG .
KROX_M00982 2.2382e-13 CNNGNGGGGGCEGE—— H c CC
=5 9N A Qgcg
GBF_M00633 2.6601e-10 CCCCACCECCARCCe
~--NACCCCNA-—--
LN AT =
N Alfinl_Moo479
. CCCCACCCCCAcCccC—= .
Alfin1_MO00479 5.3896e-10 o MNNCCCCACNYNYN { .
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GGGGTGGGGGTGGGG .
ZNF219 MO1122  1.1492¢-08 e eee : C CCC
- A G- —
GGGGTGGGGGTGGGG .
RREB-1_M00257  6.6020e-08 P ; A heC AQCQ
Y 2XVl IcC2ACAA %4
. GGGGTGGGGGTGGGG .
CAC-binding_M00720 2.7398¢-07 o emeaa o Teeee N T
= CA <
N Pax-4 M3
Pax-4_M00380 12184e-06 CCCCTEEEEETEEEE—mmmmmmmm =
NGNGTGNNNNNNNNNNNNNNNNTAWTTTN MAT A
méglgﬁé == == EE=7=8§£$Q§C(T:
. B 00807
Egr_MO00807 1.2324¢-05 ceceacccccaceee
-NYYGCSCCCA———— T C Ge
A A AR
AMYB-84 M00970  1.2987¢-05 GEEGICEEEETEEEE
—~GGNGGTAGGTGS—-— A
SCAE
0000 T
c C
M21 “

forward
Name E value
KROX_MO00982 3.2419e-14

UF1H3BETA_MO01068 1.6388e-11

MAZ_M00649 5.4655e-09

reverse compliment

Alignment

GGGGAGGGGGAGGGG
GNNGNGGGGGCGG——

—CCCCTCCCccceTCceC
GCCCCTCCCCCRC———

CCCCTCCCCCTCCCC
——————— CCCTCCC-

Motif

. KROX_Mo0%82

%’CQA Qg C.C

[

. UFLH3BETA_MO0106§

“SVVAGING

N MAZ M00649

P
Fi

R = e P
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Stamp Results

04/30/14

. NP9 ML

GGGGAGGGGGAGGGG .
ZNF219_M01122 9.7580e-08 CCONCEOECEON - : C CCC
- A G- —
CCCCTCcceeccTeccee .
Sp1_M00933 3.6342¢-07 oot EQCC CCC
[P Tg%
—CCCCTcCccceceTececece .
Spl_M00931 5.5228¢-07 ettomtan e ;
Sp1_M00196 5.7542e-07 —-ceceTececetecee
NNCCCCGCCCCN————— C
= 7%2%92
MAZR_MO00491 2.5310e-06 GEEGACGEEEAGEEE
- SGGGGGGGGMNN—-—
TFIL-I_MO00706 8.5108e-06 ceeereccecTeece
——CCTMCNTC————-—
N o ol |
GC_MO00255 8.7440e-06 ~--ccccreccecereece
NNGCCCCGCCCNN—————
=EA TATAET =
- }CCCCCACCCCA 1|
forward )
reverse compliment
Name E value Alignment Motif
TGGGGTGGGGG——— .
KROX_M00982 1.4302¢-10 e taas ; c CC
G,QIQ TA ;Qg‘z:g
TGGGGTGGGGG—
ZNF219 MO1122  1.4636e-09 P

" WG ccC

[
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Alfin1_MO00479 1.0670e-08

CAC-binding_M00720 3.0003e-08

UFIH3BETA_MO01068 4.4831e-08

SREBP-1_M00749 4.1163e-07

Sp1_MO00196 6.2171e-07
MAZR_M00491 1.0151e-06
ROM_MO00700 1.6926e-06

SREBP-1_MO00221 1.9466e-06

Stamp Results

——CCCCCACCCCA-
MNNCCCCACNYNYN

TGGGGTGGGGG
—-RGGSTGGG——

CCCCCACCCCA——
GCCCCTCCCCCRC

TGGGGTGGGGG
TGGSGT—————

—CCCCCACCCCA
NNCCCCGCCCCN

TGGGGTGGGGG——
- SGGGGGGGGMNN

CCCCCACCCCA
———CCACSTCA

—TGGGGTGGGGG
GTGGGGTGAT—-

04/30/14

Alfinl_MO0479

=

o

CAC-binding MOOT20

VTCA L &=

UFLH3BETA_Mo01068

w
‘(1

SREBP-1 M00™9

EACCCCA

SpLW001%

c

=== 7%%%gf

MAZR MO49L

[ PN

Y=

ROM MO0

ﬁcCACcTCA

SREBP-1 M0022L

 [GAOCCE

mmmmmmmmmmmm

mmmmmmmmmmmmmmmm

M Q000 £

forward
Name E value
TFII-1_MO00706 1.1053e-08
MAZ_MO00649 1.5734e-08

reverse compliment

Alignment

CCCCCTCCCTCCCCC
-——CCTMCNTC-——-

CCCCCTCCCTCCCCC
-—CCCTCCC——————

Motif

TEILT MO

- <=0 I
MAZ Moog#h

22



Stamp Results

04/30/14

NP9 ML

GGGGGAGGGAGGGGG—— .
ZNF219_M01122 3.2359¢-08 T CCONCOEGEEN : C CCC
- A G- —
CCCCCTCcceTCeecce—— .
UF1H3BETA_MO01068 8.8377¢-08 T cotenteone BT A Q
,7C TA
CCCCCcTCceTCeece .
AtMYB-84_M00970  9.1729¢-07 PSR ; A
A= <
N CAC-binding MOOT0
.. GGGGGAGGGAGGGGG .
CAC-binding M00720 9.5898¢-07 ~ -oo°¢ o ameaas N T
e o o CcA <
KROX_M00982 9.6387¢-07 CECGEACGEAGEGEG CC
—GNNGNGGGGGCGG— C
Sp1_M00933 2.0280e-05 ceceercccrcecee
—————— CCCKCCCCN g;
bS5 Y=
Sp1_M00931 3.3839¢-05 cececrcecrcecee
NCCCCGCCC——————
Tra-1_MO01048 4.1230e-05 ceceercecrcecce
—————— ACCWCCC—- T
R AN A
forward reverse compliment
Name E value Alignment Motif
TFII-1_M00706 4.6796¢-12 ceTeceTee
CCTMCNTC-
N =TI
INFAO ML
—GGAGGGAGG— .
ZNF219 MO1122  1.9528¢-07 oo ; C CCC
=8 p-ev_.v-4

[
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MAZ_M00649 7.4906e-07
Tra-1_MO01048 8.2984e-06
PU.1_MO00658 1.5920e-05
MAF_MO00648 2.0859¢-05

UFIH3BETA_MO01068 3.0630e-05

AtMYB-84_MO00970  6.4851e-05

MAZR_M00491

9.8929¢-05

CAC-binding M00720 1.0235e-04

Stamp Results

—-CCTCCCTCC
CCCTCCC———

—CCTCCCTCC
ACCWCCC——-—

GGAGGGAGG
—GAGGAAG—

—————— CCTCCCTCC
NSNMMACTTCCYYCN

———CCTCCCTCC—
GCCCCTCCCCCRC

GGAGGGAGG——-
GGNGGTAGGTGS

GGAGGGAGG——-
SGGGGGGGGMNN

—CCTCCCTCC
CCCASCCY—-

f
i

P
5"

04/30/14

MAZ_M00649

‘UUUA

R =

Tra-1_ MO8

MAF Moog48

A
AAGA

» UFLH3BETA_MO01068

T
,TC

. AMYB-84_M009T0

A

MAZR _MOM49L

T CA=

P
Fi

CAT =N

. CAC-binding MOUT20

He A T

?TCA

-

To Cr

TeCx

A

Mi11 }CA
forward
Name E value

ZNF219_MO01122 2.2800e-06

MI_pes

(CrCCTeC0C

mmmmmmmmmm

o o

reverse compliment

Alignment

GGGGAGGAGG—-
—GGGNGGGGGGN

Motif

IXFN9 ML

=
[

" WG ccC
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Stamp Results

04/30/14

UFLH3BETA_MO0106§

CCTCCTCCCC——— .
UFIH3BETA_MO01068 2.2887¢-06 e oeeteRe BT A Q
,TC TA
————CCTCCTCCCC
VDR_M00444 2.3572¢-06 eyt 0T
ATG-A2 =g V1xcA
CCTCCTCCcCC .
MAZ, M00649 3.3211e-06 ecomeon. ;
- TQC = =N
N AMYB-$4_ Moo
AMYB-84 M00970  1.2395¢-05 ~~CGCGAGGAGE
GGNGGTAGGTGS A
mCA;
KROX_MO00982 1.9338¢-05 GEEGACGAGG——— CC
GNNGNGGGGGCGG C
cyY.
PU.1_M00658 4.0782¢-05 GEGEAGEAGG A“
———GAGGAAG
CCA
Tra-1_MO01048 5.2628e-05 cerecTecce
——ACCWCCC—- T
R VA PN e
Sp1_M00196 1.2264¢-04 —cercerecce
NNCCCCGCCCCN C
= _#e—réégf
~——~CCTCCTCCCC—— .
PacC_M00247 1.4114e-04 KT aGeNeN ; C \e.
:4: As 5S¢
2} M2 rev
forward )
reverse COmpllme”lt
Name E value Alignment Motif
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WT1_MO01118

Nrf-2_M00108

MAZ_M00649

PU.1_M00658

GAL4_MO00198

2.8333e-05

3.2163e-05

7.0083e-05

1.0018e-04

1.0090e-04

Stamp Results

GGAGGAG—
GNNGGNGN

CTICCTCC——
SNCTTCCGG

CTCCTCC-
—CCCTCCC

—-CTCCTICC
CTTCCTC-

NGYTCGGNNNANAGNNNNCCG

04/30/14
. WILMOLIS
== :?:SEE
N2 M00108
—_—
MAZ_M0060
| A
- e ==
N PU.L_M00633
v!::ﬁgilx -~

GALA M001%8

€l Tc

X ozo=raA=C AZ

UFLH3BETA_Mo01068

UFIH3BETA_MO01068 1.3968¢-04 —crecrecm -
GCCCCTCCCCCRC T A Q
,T7C TA
——————————— CTCCTCC————
GALA4_M00049 1.8919e-04 NNCGGNNNACWNTNSTCCGAAS C W T . AAC
VQIAT(::ffTAéchﬁ 1164
Tra-1_M01048 4.8305¢-04 crecTec
—ACCWCCC T
GGAGGAG )
Ttk_M00009 5.3972e-04 GCAGGAC H TCCT C
L=
———GGAGGAG .
TFII-I_M00706 6.9259¢-04 CANGEAGG 3
. Sy ol |
forward reverse compliment
Name E value Alignment Motif
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Stamp Results 04/30/14

HEHA M00742

HEH4_MO00742  3.4597¢-06 TCIGTGICICTG b HT
WKTGTTTGTTTA
ATC
~—TGTGTGTGTGTG ,
RAP1_M00213  1.1714e-05 RreraTasoTEY. EAA TACA
—_V¥cC<e
T3 MO0
CACACACACACA .
Egr-3_M00245  7.8585¢-05 eGecenCGen i CT
A =
Ear-L M2
Egr-1_M00243  1.0858¢-04 TCTGTGTGTGTG %:
TGCGTGGGCGK - C T
B M2 N
TGTGTGTGTGTG .
Egr-2 M00246  1.9169¢-04 S T c Clir
— = A L]
CACD_MO1113  1.9889¢-04 TCIGICTGIGTE
-GGGYGTG———— A AC
NGFL-C_M00244  2.2546¢-04 CACACACACACA c T
—CCRCCCACGCA
o
GBF M00633  1.5577¢-03 TGIGICTGIGTG
TNGGGGTN————
A=AV =
CACACACACACA .
Hmx3_MO00433  1.6752¢-03 S 3 T C T
~——~TGTGTGTGTGTG~~ .
FOXP1_M00987  1.9878¢-03 ATTIOTOTYGITITITAT ; H HW TTTTTL\
AldllTieiacl?

>

M8 rev

CACACCC ‘CGGTET!

forward .
reverse compliment

27



Name

CACD_MO1113

E value

2.1652e-11

CACCC-binding_M00721 9.6046e-08

TBX5_M01044

GBF_MO00633

CAC-binding_MO00720

Brachyury_MO00150

AR_M00481

Tax-CREB_MO00115

TBX5_M01019

TBX5_M01020

5.1971e-07

1.1743e-06

4.4394e-05

5.2431e-05

5.8280e-05

7.0741e-05

1.4485e-04

1.6968e-04

Stamp Results 04/30/14
Alignment Motif
CACD_MOIII3
GGGTIGTG
GGGYGTG g;l\ 1\(:
CACCC-binding_M00721
—CACACCC——————— .
CCNCACCCWNNKGNT “A Cc. T
A xy
» TBXS_ MOL0K
-GGGTGTG— .
AAGGTGTGA ’ T
: GBE_Mo0g33 o
CACACCC- .
NACCCCNA ’
N -w-Se .
N CAC-binding MOOT0
CACACCC- .
CCCASCCY A T
e o o CcA <
Brachyury_MO0150
——————————— GGGTGTG-————

NNNTSACACCTAGGTGTGAAATT

Jak A MA

AR_MOO3L

TAA

Tax-CREB_MOOLLS
-—GGGTGIG————-— .
GGGGRTATGCGTCA :

——CACACCC————-—
AGNACANNNTGTWC

T

C A
TA

TBXS WL

T TTA
= =R <=

s

>

—-——CACACCC—-
NNTNACACCTN

P
Fi

—CACACCC—-
NMACACCNN

Mé iﬂ'TCCI

mmmmmmm

mmmmmmm

reverse compliment
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Name

STAT5B_MO00459

STATSA_MO00457

STATx_MO00223

STAT_M00259

STAT1_MO00224

Pax-6_MO00979

STAT3_MO00225

STATSA_MO00460

Tel-2_MO00678

NERFla_M00531

E value

2.3677e-11

2.8932e-11

1.9760e-06

5.2465e-06

6.2036e-06

6.9324e-06

1.0960e-05

1.1451e-05

8.4076e-05

1.4384e-04

Stamp Results

Alignment

——TTCCTGGAA———
NWTTCCNGGAANYN

———TTCCTGGAA——
NRNTTCCNRGAANY

TTCCAGGAA
TTMYGGGA-

NNNNNTTCCGGGAANTGNSN

—-TTCCTGGAA-———
TGACCTGGAACTM

NNNCATTTCCSGGAAATNNN

—————————————— TTCCTGGAA
TCNNNGAANNNNNNTTCCNNGNR

TTCCAGGAA———
———CAGGAAGTA

TTCCAGGAA—————————
—RNCAGGAAGYRNSTNNS

C

” T Coc

04/30/14

Motif

STATSB MO

[ | | AA
NULUALES

STAT3A MO47

STATX M00223

%nggé il

S”IAT Mo259

STATL Mo024

A Cc I

— == 1Z 34 Ao

p———= = ey

Pax6_M0OSY

ACCT A

STATI M002S

;Aﬂ il

STAT34 MO0460

Td-3 M6

TTCCT

NERFLs M003L

i T..c
v CRA=C=SEAS

M44

CTCCAC

forward

M e

CCTGCA

reverse compliment
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Name

Pax-6_MO00979

STAT5B_MO00459

BRK_M01096

AP-2_MO00915

Pax-5_M00144

STATSA_MO00457

STATSA_M00460

Barbie_M00238

RP58_M00532

ZAP1_MO00754

E value

8.1790e-06

4.3863e-05

8.3786e-05

2.3914e-04

2.6612e-04

5.3827e-04

6.0982e-04

7.1460e-04

2.2228e-03

2.4624e-03

Stamp Results

Alignment

———CTCCAGG——-—
KAGTTCCAGGTCA

————CCTGGAG——-
NWITCCNGGAANYN

CCTGGAG
—NTGGCG

——CCTGGAG———
NGCCNGNGGNNN

NNNRYNGTYMCGCTYNANNNNNCNNNY

————— CCTGGAG——
NRNTTCCNRGAANY

———————————————— CCTGGAG
TCNNNGAANNNNNNTTCCNNGNR

-CTCCAGG——————
CMNNCNSCTTTNNN

CTCCAGG—————
—-TCCAGATGTTN

—CCTGGAG—-
ACCTTKAGGG

04/30/14

Motif

Pax.6 MO

STATSB MO

AI“ ¢ GUARL.z_

BRE_MOL096

CWA

- . e=-—|

AP2 M9IS

(e cADQC:

e s

N Pax-§ MOOLY

et nel AT

C ATYEEC %

STATSA MO047

,A¢TIC$ A AE

STAT34 MO0460

[E3.Cm s

Barhie M00138

vlge Sgle - =

N RPS3_ 100532

’

) AA Tc

e <
ZAP1_M00TH4

({er.
. T <%=

M9

M9 rev

CACCACCAG CTCCTECT

mmmmm

e o~ ®

mmmmmmm
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Name

LMAF_MO01139

TAL1_MO00993

HEB_MO00698

AP-4_M00927

Adf-1_MO00171

NRSF_M01028

NRSF_M00256

myogenin_MO00712

LBP-1_M00644

GAMYB_MO01135

E value

5.8168e-06

2.9193e-05

5.4017e-05

6.0222e-05

9.2678e-05

1.3541e-04

1.4391e-04

2.0052e-04

2.0250e-04

4.4905e-04

Stamp Results

Alignment

CTGCTGCTG
CTGCTGAS—

CAGCAGCAG-
—RNCAGNTGG

CTGCTGCTG
CWGCTG———

CAGCAGCAG-
——RCAGCTGN

——CTGCTGCTG————
CGCYGCYGYNGCNKN

———————— CTGCTGCTG-
YNCTGTCCRYGGTGCTGA

~CAGCAGCAG-————————-
TCAGCACCACGGACAGCRSC

CAGCAGCAG
——NCAGSTG

CAGCAGCAG
——SCAGCN-

—-CTGCTGCTG——
KNNGTTRYYRSN

IC C ey AC Gl

y
H

04/30/14

(O

Motif

LMAF_Mo1®

TALL V%3

ﬂpCAZCT P
%LC%

AP M92?

(34;

Adf-1 MO0LTL

NRSF_M01028

ACCT

[T

NRSP_M00256

i 3
. myogeuin 7L

P
Fi

= Al -

N LBP-1_Mi0gd4

= -

- GAMYB MLY%
ccAAC

y-N
. A2A

O,—TAﬁ

M35

M

CTCCTCe

forward

M e

<CAGCA(

O

31



Name

LMAF_MO01139

HEB_MO00698

AP-4_M00927

LBP-1_M00644

myogenin_MO00712

RAV1_MO00343

ZBRK1_MO01105

Adf-1_M00171

Bel-1_M00312

TAL1_MO00993

E value

1.8121e-07

5.2380e-06

9.0946¢-06

1.4104e-05

1.9983e-05

7.1593e-05

8.4668e-05

1.1788e-04

1.5935e-04

1.6388e-04

Stamp Results

reverse compliment

Alignment

CTGCTIGC-
CTGCTGAS

—-CTGCIGC
CCWGCTG—

GCAGCAG—
RCAGCTGN

GCAGCAG
SCAGCN-

GCAGCAG
NCAGSTG

—-GCAGCAG——-
NGCAACANWNN

—————— CTGCTGC-
AAANNNCTGCKSCC

—————— GCAGCAG—-
NMNGCNRCRGCRGCG

—————————————————— GCAGCAG--
KNGRNAGTNMNCKCWGYRTCAGCAGNT

—-GCAGCAG—-
RNCAGNTGG

bits

04/30/14

Motif

LMAF_ Mo1L®

TOACA:

HEB_M006s3

(e

AP MO92

,Cécg <

LBP-1_M00G644

i'A C

—_—

. myogenin_MOOT12

ieCATCT

RAVL M00X3

AA -9

ZBREL_Mo1103

— = ===

Adf-1 MO0LTL

L 4

%‘7(: Cc C. c C

XX IIENTNASZS

Bd-1 M312

Ly

TALL V03

[
31 T

-
, = _C

Me60

'aAGCAGCs

MD_rev

ACTCCTr

32



Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
AAGCAGCT
LBP-1_ M00644  1.0779¢-07 Pt
_._
AAGCAGCT-- m
TALI_M00993  1.6590e-06 N neAcnToG CCA CT
HENL M000s8
————— AAGCAGCT-——————~— .
HEN1_MO00058 6.5955e-06 NNNGGNCGCAGCTGCGNCCNN : X cc
N o A* Ci Voo,
————— AAGCAGCT-—- w
LUN-1_MO0480  1.1849¢-05 eeChACACCTOGG ; c AC '|'
AP-4 M00927  2.2622¢-05 ARGCAGCT—-
——RCAGCTGN A C C
. AAGCAGCT- ,
myogenin_MO00712 2.5009e-05  NCAGSTG § C A T
p— —-—C
HENI_M00068  1.6175¢-04 ARGCAGCT-————— -
NNNGGNCNCAGCTGNGNCCNN c cC
CT C
NERELa M0033L
NERFla_M00531 3.1136e-04 ~TAGCTGCTT- -~
SNNASNYRCTTCCTGNY - T c
A ShAcezxt
LMAF MO1139  7.0501e-04 AGCTGCTT—— 5 CA CA
——CTGCTGAS
mg‘c;
HEB_ M00698 1.2504e-03 TAGCICCTT CC CT
CAGCWGG—— A
M39 M3 rev

. M
5
3} A CA
J— =
e e i

CT:CTe

33



Name

KAISO_MO01119

HEB_MO00698

E47_MO00002

TAL1_MO00993

AR_M00962

LMAF_MO01139

Ttk_MO00009

c-Myc_MO01145

E2A_MO00973

myogenin_MO00712

forward

E value

9.3506e-06

1.7681e-05

6.8686e-05

1.3952e-04

1.7782e-04

1.9491e-04

2.1429e-04

2.7414e-04

6.6961e-04

1.7078e-03

Stamp Results

reverse compliment

Alignment

—GAGCAGN-
NTNGCAGGA

GAGCAGN
CAGCWGG

——————— NCTGCTC
NNNNACACCTGCNS

GAGCAGN——-
—RNCAGNTGG

—-NCTGCTC
NNNTGCTC

NCTGCTC--
—-CTGCTGAS

GAGCAGN--
—-—GCAGGAC

GAGCAGN————
GAGCACGTGGT

GAGCAGN-
—RNCAGNT

GAGCAGN--
——NCAGSTG

.

04/30/14

Motif

KAISO_MO1119

00164

HEB_M006s3

¢

E47 Moooo2

TALL VO3

fCCA [l 2

AR _M0092

g
Ha

C

C—-—AA

LMAF_ Mo1I%

Tk

Ttk Mooy

ECTCCT Cc

cMye MOLIE

ACCA clc

24 M0iy73

ACT:.

)
. myogenin MIOTL2

%‘G A
== <= ‘

M43

M4

M43 rev

CAGCOCx aGaCCT
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Name

TAL1_MO00993

LUN-1_MO00480

LBP-1_M00644

AP-4_M00927

myogenin_MO00712

HEB_MO00698

bZI1P910_MO00357

NRSE_MO00325

ANT_MO00501

ZBRK1_MO01105

forward

E value

2.3829¢e-06

1.2977e-05

3.6801e-05

6.7844e-05

1.3636e-04

9.0046e-04

1.0260e-03

1.1426e-03

1.3989¢-03

1.6330e-03

Stamp Results

reverse compliment

Alignment

—CAGCTCCT
CCANCTGNY

—-—-CAGCTCCT——————
CCCAGCTACTTTGGGA

—CAGCTCCT
SCAGCN——-

—CAGCTCCT
NCAGCTGY—-

CAGCTCCT
CASCTGN-

AGGAGCTG-
——CAGCWGG

————CAGCTCCT
ACGTCAGCAYS—

——————————— AGGAGCTG-
GGCRCTCTCCGNGGTGCTGA

————AGGAGCTG—
CMTYGGGAWNTGT

—-AGGAGCTG————-
AAANNNCTGCKSCC

(0T «

it kg

el T

04/30/14

Motif

TALL VO3

LUN-1_MO080

%WACM(L A

LBP-1_M0d6H4

C

-

AP4 M0927

CACQ

bl ey »_N

myogenin_MOOT12

kT

HEB_M006%3

0.CT

D2IP9L0 MN33T

. )

= 4

NRSE_ M035

X I

» ANT_M0030L

M 1lg CQAIA

. ZBREI_MO1103

0

» WESEA —=

M52

MED_rev

CAGAAGCC ‘GECTAT(
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Name

E12_MO00693

HES1_M01009

GCR1_MO00337

Ttk_MO00009

PEND_MO01015

c-Ets-1_MO00743

AREB6_MO00414

HSF_M00641

XPF-1_M00684

GCR1_MO00046

forward

E value

1.3612e-05

7.4150e-04

1.8552e-03

2.1317e-03

2.1726e-03

3.5550e-03

4.1921e-03

4.2450e-03

4.2832e-03

4.7885e-03

Stamp Results

reverse compliment

Alignment

—GGCTYCTG—
NNNCACCTGY

————— CAGRAGCC-
NNNNSCACRAGNSN

————— CAGRAGCC
AAWAGTGGAAGCC

—-CAGRAGCC
GCAGGAC—-

GGCTYCTG
—ACTTCTT

GGCTYCTG
—GCTTCCK

———CAGRAGCC
NNMCAGGTGYN

-——GGCTYCTG——
GAARCYNCKNGA

-GGCTYCTG
GKTSNYCNG

GGCTYCTG—
—-GCTTCCWC

%TA CC

04/30/14

Motif

12 M006%3

A
==
===

'HES1_MOLOK

hc

—CFA Co=="

.3

GCRL M0033

CCACTAIT

Ttk MO0y

ECTCCT C

PEND_Mo10L5

%AA AGAAST

cEts-|_MOOT3

Alc

AREBG M0M14

)0

HSF W0g41

Cc AAC

XPE-1_M0l634

AC

mAT AC

. GCRL_ MO0

L1100

M14

MH

M4 rev

CT0eCT0rG Calaleh

nnnnnnn

mmmmmmmmmmm
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
CTGCCTCTG , A
PU.1_MO00658 2.8819¢-05 CTTCCTC—— e A
CcA
~CAGAGGCAG-——
E2A_MO00804 3.9641e-05 NMNGNGNCAGGTG i ACC g .
WA | Ui T
N Ml MO0%
~——-CTGCCTCTIG-———— .
v-Maf_MO00035 1.2626e-04 NNTGCTGACNNNGCANNN H ¢ CT Ac c
- ESIVeE . TTCAI A
EIf-1_M00746  1.4400e-04 -creecrere-
AYTTCCTCTTN A T
— TAs AA
CAGAGGCAG .
XPF-1_M00684 3.7662¢-04 CNGRNSAMC ! AC
N TT 2C
~CAGAGGCAG
MAF_MO00983 5.0997e-04
GNTGAGTCAN ngTEA IC
~CTGCCTCTG .
TFII-I_MO00706  6.7421e-04 COTMONTC—— i
N =TI
Pax9 MO3
——————————————— CTGCCTCTG .
Pax-9_M00329 9.4591e-04 NGNSNNCNCNCNNCNNTGSNTNW- EAACC AL CCC
JECXCTIL W ZVRARASYGAGE
Nrf-2_M00821  1.0920e-03 CCTGCCTCTG =
NNTGACTCAGCA TUCT .
yECEAAZTT =
AP-1_M00173  1.2707¢-03 ~CAGAGGCAG ‘ c
WNKNAGTCAN
= vi_ A& _X
M46 M6 _rev

TOCCTeT!

CAGAGGCA
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Name

TFII-1_MO00706

MAF_MO00648

MAZ_M00649

Elf-1_MO00746

COUPTF_MO01036

TAL1_MO00993

forward

E value

1.3948e-05

1.0257e-04

2.1493e-04

2.7420e-04

4.7942e-04

5.9316e-04

RBP-Jkappa_MO1111 7.4997e-04

MZF1_M00084

HSF_M00641

XPF-1_M00684

8.0694e-04

1.0503e-03

1.4141e-03

Stamp Results

reverse compliment

Alignment

——TCCCTCTG
CCTMCNTC--

________ TCCCTCTG
NSNMMACTTCCYYCN-

CAGAGGGA
GGGAGGG—

——TCCCTCTG—
AYTTCCTCTTN

———————————— TCCCTCTG—-
NNNNTGACCTTTNNMCNYNNMN

TCCCTCTG—-
—CCANCTGNY

CAGAGGGA
—-NGTGGGA

-TCCCICIG——-—
TTNCCCCTCNNN

——TCCCTCTG——
GAARCYNCKNGA

-TCCCTICTG
GKTSNYCNG

,!géxﬁA A

[
e

04/30/14

Motif

TEILLMOOT§

. TTT

MAF_M00648

il
SAA A

N MAZ Moog#h

f
3"

- e ==

N X1 MOOTH

=

. COUPTF_M0L036

AC TT CCC C

= —==L1=R CCAA =55 Trc,

TALL M09}

(00T =

RBPlapa MOILLT

TCCCAe.

N MZEL MO003

q
) A

= 1A«cr'Tc

N HSF 00641

) gc AA CTT

XPE-1_M00g34

NAT AC

M32

M3

1.CTCT!

M2 rev

CAGAG..a
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
STEI1_MO01005  8.1416e-05 ~INCTCIC—— AACAAA AAA
TTTCTTTGTTC
Alx-4_MO0619  12530e-04 INCICTG c A AATAA c
GATTATTCTCAG
GAGA_MO0T23
~——TNCTCTG .
GAGA_M00723  1.5149¢-04 onereros : A C A
CI* AA_f
STEIl_MO00274  43253e-04 CAGAGNA——~
WNNNNAACAAAGAAANW T I
% =1L = ==,
. [MTA-%%
GATA-1_MO00346 4.4486¢-04 ~~INCICIG AA
NNTTATCNN ox
CAGAGNA——
Sry-beta_MO00666 9.2861e-04 AGHGATGC CATCTCT
—CAGAGNA-
Eve_MO00629 1.2734e-03 SN SN 3 c C
_:TC AT
PR, MO0%60
PR,_M00960 1.3644e-03 reTyorm
éiA A
GATA-2. M00349 1.7154¢-03 —~INCICIG 5 A A
TNTTATCTS
ARF_M00438  1.7905¢-03 CAGAGNA TT TC C
GAGACAA T
M47 M4 N47_rev

Ter0OCTC CAC

foach
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Name

NRSF_M00256

NRSF_M01028

TEIL_MO00502

ARF_MO00438

ID1_MO01021

ABF1_MO00399

TFII-1_MO00706

GATA-4_M00632

NRSE_MO00325

Tel-2_MO00678

forward

E value

5.7774e-05

7.7851e-05

7.7752e-04

1.4539e-03

1.5374e-03

2.0191e-03

2.1833e-03

2.7117e-03

4.4610e-03

4.8958e-03

Stamp Results

reverse compliment

Alignment

GSYGCTGTCCGTGGTIGCTGA

——————— CAGGGACA———
TCAGCACCRYGGACAGNR

CAGGGACA
—AGRTWCA

CAGGGACA-
——GAGACAA

—TGTCCCTG—
TTGTCSTTIWT

———CAGGGACA-———————————
WNNNNGGGACACGTGGCNNGANN

TGTCCCTG
CCTMCNTC

TGTCCCTG—————
——TSYCTKNTATC

GGCRCTCTCCGNGGTGCTGA

—-TGTCCCIG
TACTTCCIG

H
T
-ASLQ s ¥ cihe.

04/30/14

Motif

5
. NRSF_M00256

1 cA il

2
. NRSF_M01028

TEIL M0Os02

%T IACCT

<=

I
ARF_MOO433

;TT T T

IDI_Wo1021

% TTTICCCIII

ABFI_Mo3%

N TEILT MO

- <=0 I
GATa-4 M00632

: IéégA égA
1TC

NRSE_M00325

il

ﬂkfm

ol

Td-3 M8

THCTTCCr

eyl

M33

E]CA/,\CTN

JUkY

M3 rev

CACCLT!
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
~CAGRGCTG .
Eve_MO00629 3.1830e-06 CeNONS S “ac . C
— <=V T
~CAGRGCTG————~ N
ZBRK1 _MO1105 2.6641¢-05 AT OCR Sec iy A TT
VLG EA ==l
N LBP-1_Mongd4
~CAGCYCTG .
LBP-1_M00644  9.6911e-05 soncon ] C
AN
CAGRGCTG- .
Sry-beta_M00666 1.7429¢-04 A GHGATGC ; ATCTCT
i
————— CAGRGCTG-——— .
AP-4_MO00005  2.8274e-04 N IO ACCT ORI ; s '|'
CAGRGCTG-
HEB_MO00698  2.7050e-03 ecuos C A CT
Alfinl_M00479  3.1417e-03 CAGCYCTG
MNNCCCCACNYNYN A .
AP4 MOOLT6
AP-4 MOO176  3.3546e-03 ~~CAGCYCIG CA CT
NNCAGCTGN—-
AP-4 M00927  3.7384e-03 CAGRGCTG-
—RCAGCTGN A C C
Dde. M00304 4.4962¢-03 CAGRGCTG———
—-——GGCTGAGC C A C
M38 M¥ M3 rev

CCACLC (C<CT!
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CCCAGCC

Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
CCAGRGC—-
Eve_MO00629 5.6948e-05 NGNS ST 5 C C
cTC pg
—————— GCYCTGG———————— .
Olf_l_MOO261 4.6924e-04 NCMNNYTCCCNRGGGANTNGN : A mcc A T
AR | WX T2nANCAE ca
N HSF 300641
"]
————GCYCTGG- .
HSF_M00641 7.3316e-04 CAARCYNCKNGA ,,TCCA A T
AVECV2AVC
. Pax-1_M00326 .
————CCAGRGC—————— .
Pax-1_M00326  1.9406e-03 ATATOTAGAGCGGARCE C c A A A
N A
————— CCAGRGC-
Pax-6_M00979  2.1976e-03 CAGTTOCACGICR '|' ACCT AAC
= OGS L e =t e g
—————— CCAGRGC—————- .
p53_M00034 2.2016e-03 GACATGCCCGGGCATGTCY ’ AA A TCT
A T )4 &TC
REXI _MO00281 2.7992¢-03 GCYCTCE— -~
NNGTTRCYANNGYNACN C T
,é‘$A*‘=éAA <
BRK_M01096
BRK_MO01096  3.8269¢-03 GCYCICE—- A
———=NTGGCG
CCAGRGC .
Ttk_M00009 4.0925¢-03 CeAGGAC 5 TCCT C
=
Dde_M00304  4.4609¢-03 ~CCAGRGC
GGCTGAGC A C
M23 MR M2 rev
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
L CCCAGCC- .
CAC-binding_M00720 2.1814e-08 COCASCOY H A T
R CA L &=
GGCTGGG- .
Dde_MO00304 4.5915¢-06 e o C " C C
—CCCAGCC— .
Sp1_MO00008 6.7548e-06 HeCOYGeoY H C
= SN
—CCCAGCC— .
Sp1_MO00931 7.8495e-06 NCCCCGeEE H
————————— GGCTGGG .
LUN-1_M00480 1.4639¢e-05 TCCCAAAGTAGCTGGG H A c AC T A
——CCCAGCC——— .
Spl1_MO00932 5.5489¢e-05 NNCCCCGECENN H
- ——GGCTGGG—— .
Sp1_MO00196 5.8793e-05 NGGGGCEEEENN H C
Je—— 7 N 7%2%92
N AP-2 MOWIS
AP-2_M00915 1.2904¢-04 ~GECTEEE——- . cc C
NGCCNGNGGNNN C
KROX_M00982 1.6540e-04 ~GECTEE6 - CC
GNNGNGGGGGCGG C
mg‘{ﬁ_ A ;—g-%(::g
~GGCTGGG .
HEB_MO00698 2.0498e-04 CAGCHGG— H CC A
N T
M24 MH rev

CTGGGAA £TCCCA
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forward
Name E value
Ik-3_MO00088 2.5462e-07
Lyf-1_MO00141 1.7896e-06

RBP-Jkappa_MO1112 5.0647e-06

Ik-1_MO00086 4.1842e-05

Su_H_M00234 4.1902e-05

RBP-Jkappa_MO1111 5.1589¢-05

Staf_M00264 5.4289¢e-05
STAT_MO0777 8.0079e-05
Alx-4_MO00619 1.7478e-04
Pitx2_M00482 1.8446e-04

Stamp Results

reverse compliment

Alignment

————YTCCCAG—
GGTATTCCCNRN

—YTCCCAG
YCTCCCAA

—YTCCCAG—-
KTTCCCACGN

————YTCCCAG—
NNNATTCCCANN

——CTGGGAR———
NYGTGGGAAMCN

—-CTGGGAR
NGTGGGA-

———————————— CTGGGAR-
NNGCNNKGNANNNTGGGANN

YTCCCAG——————
—TCCNAGAANNNN

————— YTCCCAG
GATTATTCTCAG

CTGGGAR——-
NTGGGATTAN

04/30/14

Motif

T3 M000s3

AATACC

Lyt M00141

== L P

RED-JHappa MOLLL2

C A
o e <

Tk-1 MO0

[
Ha

Su_H_Mo0234

I Aki

RBPlapa MOILLL

100CAe.

N Staf’ MO

) TTC ATQQTE E:Al;g*géé

AR

N STAT MOOTTY

T LA

HH

Alx4 00619

v

(TACATAT

itud M482

Tues..

- T

M4L_ree

A TCCCACe
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Stamp Results 04/30/14

orward reverse compliment
fe
Name E value Alignment Motif
STAT_M00777 1.9448e-07 TCCCAGA————— T
TCCNAGAANNNN A
. = c=AT2
STATx_MO00223  2.5849¢-06 ~TCTGGGA A A
TTMYGGGA
N éé
N STATSA Vo450
STATSA_MO00460  6.9742¢-06 .. - TCIGGGA o
YNCNNGGAANNNNNNTTCNNNGA T A T
————— TCCCAGA .
Ik-3_MO00088 4.7839¢-05 CGTATTCCCNRN $ - AATAC C
T RBP-Jkappa_MOLLL1
TCTGGGA ,
RBP-Jkappa_MO1111 5.1589¢-05 NGTGGCA $ TCCCA
N =
——————————— TCTGGGA-— ,
Staf_M00264 1.8060e-04 NNGCNNKGNANNNTGGGANN - TTC A CAT

itud, M482

Pitx2_ M00482 1.8446¢-04 TCTGGGA=——~ 5 A ATc
~NTGGGATTAN CQAA

Lyt-L M00141

—-—TCCCAGA

Lyf-1_M00141 1.8799e-04 oroconsh TI A A
o= 9. - @_ttaP-N
LUN-1_MO00480  3.4185¢-04 TCCCAGA-———— -~ C AC
TCCCAAAGTAGCTGGG
. RBP-Jh;;l:I:; h
RBP-Jkappa_MO1112 7.1608e-04 ~TCCCAGA- A A
KTTCCCACGN N

M NHD_rev

M42 }CT B Cl } CCACA
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Name

SEF-1_M00214

Alfin1_MO00479

AML_MO00769

Zta_MO00711

PEBP_M00984

RAV1_MO00343

Osf2_M00731

TRAB1_MO00507

forward

E value

5.7700e-05

7.1398e-05

9.0558e-05

1.1508e-04

2.8833e-04

3.6391e-04

4.9023e-04

6.8044e-04

core-binding_M00722 1.9167e-03

alpha-CP1_MO00687 2.1747e-03

Stamp Results

reverse compliment

Alignment

AGCCACAG————————"——
RACCACAGATATCCGTGT

—AGCCACAG————-
MNNCCCCACNYNYN

———AGCCACAG——-
NNWRACCACANNNN

——AGCCACAG——
TGWGYCANNNTN

————CTGTGGCT--
NNNNYTGTGGTNAN

———CTGTGGCT
NNWNTGTTGCN

-CTGTGGCT
KNTGTGG——

AGCCACAG——-—
—GNCACRCGTM

—AGCCACAG
WNACCAC—-—

AGCCACAG——
AGCCAATGAG

il { ki T

>
cVA A
, =VAanQ

04/30/14

Motif

SEF-1_Mo0214

=0

= CC=

. Alinl_Moo479

PEBP_ V0984

“plL, .

T
=2 =

RAVL M00X3

—

k)
N Qsf2 V00731

(CaCA .

N TRABL MOGS07

;Ac Tirse

core-binding 0722

& T
. I IgA

. alpha-CPI_MO006ST

P
Fi

Kav.w ==

MSe6

CTCA

ME6_rev

cT 'A<CTCAC
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Name

Dde_M00304

CDC5_MO00361

MAF_MO00983

NF-E2_MO00037

AP-4_MO00175

Nrf-2_M00821

LBP-1_M00644

HEN1_MO00068

AP-4_MO00176

v-Maf_MO00035

forward

E value

4.8992e-07

1.6450e-06

3.1837e-06

8.3301e-06

1.0390e-05

1.0463e-05

1.9941e-05

2.2133e-05

2.7817e-05

5.0160e-05

Stamp Results

reverse compliment

Alignment

—-CTCAGCT
GCTCAGCC

——AGCTGAG-
NSCGCTGAGS

————CTCAGCT
NTGACTCANC-

AGCTGAG———-—
—GCTGAGTICAY

———AGCTGAG
NNCAGCTGN—-

————— CTCAGCT
NNTGACTCAGCA

CTCAGCT
—SCAGCN

NNNGGNCNCAGCTGNGNCCNN

—-——AGCTGAG
NNCAGCTGN-

—--AGCTGAG--——--—-
NNNTGCNNNGTCAGCANN

04/30/14

Motif

Dde_MOON

c|Caile

CDC3_Mo0%L

cTcA (G

MaF Mows}

mAﬁ—

ek

LB e

=
NEE2 MW

ol AeToA

AP4_MO0LTE

e

Nef-2_M00821

ICQI_J

LBP.1_M0bd4

A C

= |
HENL M0ogs

M e

AP4 MOLTS

CA (e,

- Ylaf V0003

Ms57

) ME7
f-:}A< :C | A
[}
- W o T [ ®

ME7 rev

- +oLTCACET
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Name

Dde_M00304

CDC5_MO00361

HEN1_MO00058

MAF_MO00983

LBP-1_M00644

AP-4_MO00175

NF-E2_MO00037

Nrf-2_M00821

AP-4_MO00176

MEF-3_MO00319

forward

E value

2.1432e-07

6.2604e-07

1.3891e-05

2.9490e-05

5.3372e-05

6.7472e-05

6.8225e-05

9.8866¢-05

1.5871e-04

2.4578e-04

Stamp Results

reverse compliment

Alignment

AGCTGAGG
GGCTGAGC

——AGCTGAGG
NSCGCTGAGS

————————— AGCTGAGG-——-
NNNGGNCGCAGCTGCGNCCNN

———CCTCAGCT
NTGACTCANC—

CCTCAGCT
—-—SCAGCN

———AGCTGAGG
NNCAGCTGN-—

———CCTCAGCT
RTGACTCAGC—

—-———CCTCAGCT
NNTGACTCAGCA

———AGCTGAGG
NNCAGCTGN-—

————AGCTGAGG
NGWAACCTGASC

04/30/14

Motif

Dde_MOON

c|Caile

CDC3_Mo0%L

cTcA (G

HENL M0o0s3

mAﬁ—

" led M i o

N MaF_Mo0s3

[
) A

LBP-1_M00G644

AP MO0LTS

CA CACY

NFE2_ MOw3y

AP4 MOLTS

CA (.

MEE-3 M0319

(i

M34

MM rev

CACCCTCC CEAGLCT!
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Name

SMAD4_MO00733

ERF2_MO01057

MAZ_MO00649

forward

E value

4.8026e-05

2.1881e-04

2.1983e-04

CAC-binding_ M00720 5.0895e-04

Dde_M00304

repressor_MO00014

Tra-1_M01048

ETF_MO00695

KROX_M00982

TFII-I_MO00706

9.3263e-04

1.0303e-03

1.2740e-03

1.6054¢e-03

2.0308e-03

2.1533e-03

Stamp Results

reverse compliment

Alignment

————— CAGCCTCC—
NSRKNCAGMCANCY

GGAGGCTG
GGCGGC—-

CAGCCTICC-
—-—CCCTICCC

—-—CAGCCTCC
CCCASCCY——

GGAGGCTG———
———GGCTGAGC

—————— GGAGGCTG--
NNYNTNGGCGGCTANN

CAGCCTCC—
——ACCWCCC

-GGAGGCTG
NGGCGG———

CAGCCTICC—————
CCGCCCCCNCNNC

———GGAGGCTG
GANGKAGG———

04/30/14

Motif

733
. SMATM_M0073;

%LTQATEQA )y A Ql

—

FRF2_MO10S7

(:cClicC

N MAZ Moog#h

f
3"

- e ==

CAC-binding MOOT20

Hy A T

m—I—c;A L &=

Dde_MOONM

‘zc|Calile

epressoe MU0

..

Tra-1 MOI043

UVL

-_—
o I

ETF M069%

i C
== & A

KROX_M0o0%82

5"CQ Cg C.cC

v =N TAV=

TEILL MG

N o ol |

M37

kg

MY rev

CAGGCTG CAGCCT!
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Name

HAC1_MO00730

forward

E value

1.0337e-04

CAC-binding M00720 1.3477e-04

AP-2_MO00800

Dde_M00304

AP-2alphaA_MO01047

AR_M00481

SMAD4_MO00733

AP-2_MO00915

MEF-3_MO00319

PEA3_MO00655

2.1564e-04

2.6766e-04

4.4053e-04

1.0603e-03

1.2380e-03

2.3030e-03

2.3795e-03

3.1096e-03

Stamp Results

reverse compliment

Alignment

—-—CAGGCTG——
GACACGCTGKC

—-—CAGCCTG
CCCASCCY-

————CAGCCTG-———
NNYNYNGCCYGSSGS

CAGGCTG——-
—-—GGCTGAGC

—-CAGCCTG——————
ANMGCCTNAGGCKN

~———CAGCCTG-—-
AGNACANNNTGTWC

————— CAGCCTG——
NSRKNCAGMCANCY

CAGCCTG——————
—NGCCNGNGGNNN

—-—CAGCCTG——-—
NGWAACCTGASC

CAGGCTG
-MGGAWG

g L& T

Q*IA é l IIC

04/30/14

Motif

HACL M00T30

CATC

ABA=C CalX

CAC:binding MOGT20

P CA L &=

N AP-2 MN300

| c

c CCA

SVESYGREV A A
Dde_MO03M

f= (: gz::
AP-2alphad_MOI1047

AR_MOO3L

o=

SMATH M00733

L <

A

AP MO9S

cgccA [

1
» MEE-3 MO39

TTXQ

DPEA3 MOKSS

ex1CC

MES_rev

M58 : M ’
AGECTEC A0CACOCT
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Name

LBP-1_M00644

TAL1_MO00993

ERF2_MO01057

forward

E value

9.9357e-05

1.0696e-04

2.6381e-04

CAC-binding_M00720 5.0895e-04

SMAD4_MO00733

Dde_M00304

AP-4_M00927

myogenin_MO00712

LMAF_MO01139

Roaz_MO00467

8.5904e-04

9.3263e-04

1.3618e-03

3.0932e-03

3.8472e-03

4.1460e-03

Stamp Results

reverse compliment

Alignment

RGCAGCCT
—SCAGCN—-

RGCAGCCT-
RNCAGNTGG

AGGCTGCY
-GGCGGC—

RGCAGCCT
CCCASCCY

~——AGGCTGCY-—-
RGNTGKCTGNMYSN

AGGCTGCY-
—-GGCTGAGC

—AGGCTGCY
NCAGCTGY-

AGGCTGCY
CASCTGN-

AGGCTGCY——-
—-——CTGCTGAS

RGCAGCCT——————
—KCACCCTTGGGTG

04/30/14

Motif

LBP.1_M00G644

Tce

TALL VO3

%CCA Hjik:

ERF) Moo

cCcC

CAC-binding MOOT20

Hy A T

m—I—c;A L &=

SMATM_M00733

AP M92?

CA c

myogenin MOO7L3

kT

LMAF Mo113

TOAGCA

Roaz_M006T

A AR Ve

M49

Me

49 rev

TGGCCTC ‘GAGGCCA
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Name

Poly_MO00211

NF-muE1_MO00651

v-ErbA_MO00239

PXR_MO01153

HNF4_MO01033

bZIP911_MO00358

HNF4,_M00967

PCF5_MO00952

COUPTF_MO01036

forward

E value

5.1216e-06

2.6938e-04

4.8391e-04

7.0481e-04

7.2458e-04

1.2031e-03

1.8830e-03

2.1662e-03

2.4158e-03

PPARalpha-RXRalpha_M00242 3.0134e-03

Stamp Results 04/30/14
reverse compliment
Alignment Motif
. Poly Mo0211
GAGGCCA- . T T T
GAGACCAC :
o A gcg
. NF-mnE1_M00651
—-——TGGCCTC .
AGATGGCC—-— : CT
K o= -
N v-ErbA_M00239
————— TGGCCTC—-- . T A A
NNSNGTGACCTYANN :
= 1A g;fn
. PXR_MO1153
TGGCCTC .
TGAACTN ’ T
: HNFU]OIOJJA
TGGCCTC .
TGNNC—— : C A
: bZIPILI_M00333
GAGGCCA—————— .
——GGCCACGTCAY : C
A AY
N TINF4, M09
—-TGGCCTC .
NTGGACYT A :ATQQ
N PCES M0n932
——GAGGCCA .
NNGGGNCCA T...UW
. COUPTF_M01036
————GAGGCCA-——————————— .
NKNNRNGKNNAAAGGTCANNNN _ _I i Iﬂéigg o c

=

. PPARalpha-RXRalpha V00242

' hu) CAQA i

WRAWCTAGGNCAAAGGTCA

M54

M rev

CAGEOCTG ‘CAGGOCT!
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Name

ZBRK1_MO01105

Eve_M00629

Ttk_MO00009

p53_M00272

p53_MO00034

AP-2_MO00915

Staf_M00264

TBX5_M01044

E2A_MO00973

Pax-4_MO00373

forward

E value

5.2099e-04

7.2780e-04

1.4089¢e-03

5.0646e-03

6.8075e-03

8.7574e-03

2.1613e-02

2.2985e-02

2.3401e-02

2.6040e-02

Stamp Results

reverse compliment

Alignment

—-CAGGCCTG—————
AAANNNCTGCKSCC

—CAGGCCTG
GCNGNSSWN

—CAGGCCTG
GCAGGAC—-

CAGGCCTG—-
—RGRCAWGYC

-——CAGGCCTG-———————
RGACATGCCCGGGCATGTC

CAGGCCTG——————
——NGCCNGNGGNNN

-———CAGGCCTG-———————
NNGCNNKGNANNNTGGGANN

CAGGCCTG—
AAGGTGTGA

——CAGGCCTG
RNCAGNT-—-

NNNNSNNCACGCNTGAMNNC

CgA A QET T

%c%CCT C

%wA
A T

i 0T . .

04/30/14

Motif

ZBREI_MO1103

. Ere_W00629

T
ik MO

<T0CTCe

3 MO2T2

0.1z,

I

. A c

3 g
. AP2 M9IS

~ leeil

—

N Staf’ MO

g TTc ATCAT TT éé

TTBXE MILOH

TOHO.

24 M0iy73

ACTG .

. Pax4 M00313

<= TrY o
FETE LT o= === T

M13

MR

MI3 ree

ol CTCCTOCT

mmmmmmmmmm

mmmmmmmmmm
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Name

Ets_M00971

MAF_MO00648

PU.1_M00658

Tel-2_MO00678

PEA3_MO00655

NERF1a_MO00531

c-Ets-2_MO00340

c-Ets-1_MO00743

GCR1_MO00046

c-Ets-1_MO00339

forward

E value

2.9104e-06

3.0744e-06

3.7936e-06

5.7542e-06

8.6738e-06

1.1372e-05

1.3342e-05

1.7193e-05

2.3397e-04

8.2530e-04

Stamp Results

reverse compliment

Alignment

—AGGAAGGAAG
NAGGAAG————

—————— CTTCCTTCCT
NSNMMACTTCCYYCN-

CTTCCTTCCT—
————CTTCCTC

—AGGAAGGAAG
CAGGAAGTA——

AGGAAGGAAG
MGGAWG————

———————— CTTCCTTCCT
SNNASNYRCTTCCTGNY—

—CTTCCTTCCT——
ANNNACTTCCTGY

CTTCCTTCCT
—-——GCTTCCK

—AGGAAGGAAG
GWGGAAGC———

———CTTCCTTCCT-
NNMNNNACTTCCTG

04/30/14

Motif

Es_MO0S7L

<TI0

MAF_M00648

i&AAA AA CT

UL M00633

GaGliMs

Td-2 MN6T8

TCTTOr

PEA3_MOGES

%

NERFLs_M0033L

. A AA TL‘T:IEIE

cEts: MOOMD

%ACA AAAcgzl

cEts-L MOOT43

A AA C

m
GCRL_ MO0

OO0

cEts-1_M00339

M16

nnnnn

s N ® o

MI6_rev

oA CT-CCTTCT

nnnnnnnnn
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Name

MAF_MO00648

Ets_M00971

PU.1_M00658

PEA3_MO00655

c-Ets-1_MO00743

Tel-2_MO00678

PEND_MO01015

NF-muE1_MO00651

GCR1_MO00046

NERFla_M00531

forward

E value

9.2181e-07

1.4080e-05

1.8033e-05

5.1222e-05

7.3612e-05

2.5738e-04

5.6976e-04

6.1074e-04

6.6091e-04

7.6534e-04

Stamp Results

reverse compliment

Alignment

AGAAGGMAG——————
NGRRGGAAGTKKNSN

AGAAGGMAG
——NAGGAAG

CTKCCTTCT
CTTCCTC——

AGAAGGMAG
———MGGAWG

—CTKCCTTICT
GCTTCCK——-

AGAAGGMAG—-
——CAGGAAGTA

CTKCCTTCT-
———ACTTCTT

AGAAGGMAG
AGATGGCC-

AGAAGGMAG—
——GWGGAAGC

———————— CTKCCTTCT
SNNASNYRCTTCCTGNY

04/30/14

Motif

. MAF_M00648

iéAAA AA TTS;CI

Ers_MO0S7L

%QTTCCT

UL M00633

GaGliMs

PEAI_MOGES

CxlCCr

cEts|_ MOOT43

'a AA C

Td-3 M6

THCTTCCr

PEND_Mo1oL3

AGAAST

NF-muEd Moo

<CCATeT

GCRL_ MO0

L1100z

NERFLs M0033L

- A AA ELQIEIE

M19

MB

nnnnnnn

MI9_rev

L‘T <IT¢CT }A cAA.ch

mmmmmmmmmmm
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
CTGCTTCCT .
c-Ets-1 M00743  4.8533¢-08 eorrock R A A C
K= w T
————CTGCTTCCT——— .
NERFla_M00531 1.6836e-07 SNNASNYROT OO TONY ; CA AA Gl
GCRL_ Mooods -
CTGCTTCCT—-
GCR1_MO00046  2.0616e-07 orrocn CTTCCAQ
Ets. M00971 9.6949¢-07 “AGGRAGCAG 5
NAGGAAG——-— g T
~AGGAAGCAG . A
PU.1_M00658  1.4832e-06 cnceana - : A
—AGGAAGCAG
Tel-2_ MO0678  1.7837e-06 I ACTTCCT
AGGAAGCAG
PEA3_MO00655  4.7553¢-06 S TCCT
o Ets:2 MO0M0
c-Ets-2. M00340  2.1162¢-05 ~-CIGCTICCT - :
ANNNACTTCCTGY AC T
Ac:i;c
HENI _MO00058  1.4490e-04 ~AGGAAGCAG- -~~~ -~~~
NNNGGNCGCAGCTGCGNCCNN cc
T Ve
Ets. MO0771 2.7950e-04 ~AGGAAGCAG—
CAGGAAGYNNN CT T
, —==WA —
M25 M rev

CT1CCr

1aGGaAGe
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Name

Ets_MO00971

PU.1_M00658

GCR1_MO00046

PEA3_MO00655

Tel-2_MO00678

c-Ets-1_MO00743

Ets_MO00771

c-Ets-2_MO00340

c-Ets-1_MO00339

NERFla_M00531

forward

E value

1.2188e-07

2.4781e-07

1.0348e-06

1.4244e-06

1.5356e-06

2.1653e-06

9.2732e-06

2.3363e-05

2.8448e-05

2.9945e-05

Stamp Results

reverse compliment

Alignment

—AGGAAGG
NAGGAAG-

CCTTCCT-
—CTTCCTC

—AGGAAGG
GWGGAAGC

AGGAAGG
MGGAWG—

—AGGAAGG—
CAGGAAGTA

AGGAAGG
MGGAAGC

—AGGAAGG———
CAGGAAGYNNN

————CCTTCCT——
ANNNACTTCCTGY

—————— CCTTCCT-
NNMNNNACTTCCTG

——————— CCTTCCT-—-
SNNASNYRCTTCCTGNY

CclWT

QA AAAL s

04/30/14

Motif

Es_MO0S7L

<TI0

PUL_M00533

i

GCRL MO

CTTCCAQ

PEAI_MOGES

CxlCCx

Td-2 678

fTACTTCCT

cEts-|_MOOT3

ohaGe

Es MOOT?L

<

3 —_—

cEts2 MOOM0

%AcA AA I .1

ACE_=2

. eBts.L_M00339

. NERFLs M0033L

S
- A AA ELQIEIE

M5S0

M0

(GAGGaAGa

- N [ T

ME0_rev

+(T0CTC
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Name

PU.1_M00658

GCR1_MO00046

Ets_MO00971

Elf-1_MO00746

PEA3_MO00655

c-Ets-1_MO00743

Tel-2_MO00678

Ets_MO00771

Nrf-2_MO00108

c-Ets-1_MO00339

forward

E value

1.5497e-10

8.5802e-09

5.6248e-07

1.9499¢e-06

2.7201e-06

3.9025e-06

1.1629¢-05

4.3560e-05

5.9640e-05

1.6744e-04

Stamp Results

reverse compliment

Alignment

GAGGAAGA
GAGGAAG-

GAGGAAGA
GWGGAAGC

GAGGAAGA
NAGGAAG—

TCTTICCTC———
AYTTCCTCTTN

GAGGAAGA
—MGGAWG—

TCTTCCTC
GCTTCCK-

GAGGAAGA-
CAGGAAGTA

GAGGAAGA-——
CAGGAAGYNNN

—-TCTTCCTC
SNCTTCCGG

—————— TCTTCCTC
NNMNNNACTTCCTG

__cl|WT

04/30/14

Motif

PUL_M00533

Qs

GCRL_MO006

L1100x

Es MOTL

EQTTCCT

X1 MOOTH

%‘4/\ A AAAL

PEA3_MOGES

ot

cEts-|_MOOT3

AaGe

Td-3 M6

fTACTTCCT

Es MOOTTL

Nef-2_ M00108

oSN

cEts-1_M00339

M28

M2 rev

:CCCTTCCC
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Name

forward

E value

UF1H3BETA_MO01068 2.8231e-07

MAZ_M00649

BLIMP1_MO01066

Sp3_MO00665

ZNF219_MO01122

Spl1_MO00933

Sp1_MO00931

PU.1_M00658

Ets_MO00971

c-Ets-1_M00743

2.7826e-06

1.0080e-05

1.7328e-05

2.5139e-05

9.5238e-05

1.4114e-04

2.2603e-04

2.2692e-04

2.3215e-04

Stamp Results

reverse compliment

Alignment

—-CCCTICCC———-
GCCCCTCCCCCRC

CCCTTCCC
—-CCCTCCC

—————— CCCTTCCC
YMCTTTCMCTTYC-

CCCTTCCC—————
CCCYSCCCAAGKS

GGGAAGGG———
GGGNGGGGGGN

CCCTTCCC—
CCCKCCCCN

—CCCTTCCC
NCCCCGCCC

CCCTTCCC—
—-—CTTCCIC

-GGGAAGGG
NAGGAAG——

CCCTTCCC
—-GCTTCCK

04/30/14

Motif

UFLH3BETA_MO0106§

SVVAGING

MAZ_M00649

[
) A

- e =N

N BLIMP1_M01066

mAAé T AITQ

. §p3_ 0665

‘
Ha

c A
SaA=~CT le=ac

. NP9 ML

" WWWC_ccC

Spl_W00533

>

e (e
ng:I Tg‘%
>

SpL_ W93

P
Fi

L e

UL M00633

e W1 ==
b

) ‘\I\“
= —

Ers_MO0%7L

{QITCQIS

cEts-|_ MOOT43

- (0Aae

M27

ik

CTCTCCC

M7 rev

CACAC

- o
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GGCAGAG- .
Dde_M00304 6.5556¢-07 oo o C " C C
CTCTGCC-— )
Nrf-2_MO00108 3.2163e-05 NOTTOCGE : CC
Ere Y0629
GGCAGAG——-— ,
Eve_M00629 6.1383e-05 NN SN o c C
_:TC CT
—GGCAGAG
SMAD3_MO00701  3.5136e-04 s T T AT
————— CTCTGCC- ,
HNF4_MO01031 4.0579¢-04 TGRMCTTTCNN N JAA _ CA
Ve VOARI VA
CTCTGCC 5
MAZ_M00649 6.9329¢-04 Cooteoo j
* TCC = =N
TALI_MO00993 8.2649¢-04 GECAGAG—— CA CT
RNCAGNTGG
: HNFdalphal MO11
HNFdalphal_MO00411 8.8092¢-04 crerece—-
NTGACCTTTGNCCY TCA
S T=x
PPAR_M00528 9.5318¢-04 —-—-CIcIeCC o
TGACCTTTGNCCNNNN AA CA
acxally CNAAVTIND
E2A_M00973 1.2191e-03 CCCAGAG
RNCAGNT <V —
M31 My MM _rev

b3

9

5} CA A
L o o T [ ° N

CTCTC:CC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GGCAGAG- .
Dde_M00304 6.5556¢-07 oo o C " C C
CTCTGCC—- )
Nrf-2_MO00108 3.2163e-05 NOTTOCGE : CC
Ere Y0629
GGCAGAG——- ,
Eve_M00629 6.1383e-05  eNeNS S 3 c C
_:TC CT
~GGCAGAG ,
SMAD3_MO00701  3.5136e-04 P 5 TCT CT
————— CTCTGCC—-
HNF4_MO01031 4.0579¢-04 TeRMOTITOINC JAA CA
CTCTGCC 5
MAZ_M00649 6.9329¢-04 Cooteoo j
* TCC =
TALI_MO00993 8.2649¢-04 GECAGAG—— CA CT
RNCAGNTGG
: HNFdalphal MO11
HNFdalphal_MO00411 8.8092¢-04 crerece—-
NTGACCTTTGNCCY TCA
S T=x
PPAR_M00528 9.5318¢-04 —-—-CIcIeCC o
TGACCTTTGNCCNNNN AA CA
acxally CNAAVTIND
E2A._ M00973 12191e-03 CGCAGAG
RNCAGNT <V —
M30 MW rev

CTGCOCC (GACCAC
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
—————— CTGCCCC- .
SMAD4_M00733  6.9439¢-06 TR OTo o CA A CT
SZTCATz==
~GGGGCAG- m
Spl_M00933 1.4138¢-05 e EQCC CCC
VoWV
Bar 0807
~CTGCCCC—— .
Egr_M00807 2.4738e-05 veooen - c
T==avlas= #AE
HNF4_MO01033 5.0036¢-05 creccee A
—TGNNC-
———-CTGCCCC- .
AMYB-84_M00970  5.6930e-05 CeneCTa ot : A
ch;
————CTGCCCC- .
Spl_M00196 5.7185€-05 o ; o
p— 7—9—5—-*&%92
GC_M00255 5.8385¢-05 creccce
NNGCCCCGCCCNN
T=EA TATAET =
N KROX M009ss
KROX_M00982 8.7924e-05 GEEGCAG cc
GNNGNGGGGGCGG
LF-A1_MO0646 1.0344¢-04 creccce 5 C
YWGASCC
. ACA TA
UFIH3BETA_MO01068 1.3968¢-04 ~---creccce-
GCCCCTCCCCCRC T Q
,T7C TA

4D rev

" CTCCOTG CAGCAC
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forward
Name E value
Tel-2_MO00678 7.4528e-06
Adf-1_MO00923 3.3673e-05
Ets_MO00771 7.7953e-05

NERFla_MO00531 1.4727e-04

c-Ets-2_MO00340  1.5207e-04

c-Ets-1_MO00339  2.5526e-04

SMAD3_MO00701 2.9542e-04

5.7503e-04

Ets_MO00971

SMAD4_MO00733 5.9147e-04

PU.1_M00658 7.0533e-04

Stamp Results

reverse compliment

Alignment

CAGGCAG——
CAGGAAGTA

~—CAGGCAG———————————
CRMNKKCAGCGRCKGCRGCS

————CTGCCIG
NNNRCTTCCTG

———————— CTGCCTG—-
SNNASNYRCTTCCTGNY

—-CAGGCAG—————
RCAGGAAGTNNNT

——————— CTGCCTG
NNMNNNACTTCCTG

CAGGCAG——
—AGNCAGAC

CAGGCAG
NAGGAAG

—————— CTGCCTG-
RGNTGKCTGNMYSN

CAGGCAG
GAGGAAG

j, egﬁ-%.[ T

04/30/14

Motif

Td-3 M8

TG

Adf1_M00923

STYe 8.5
Ers_MOOTFL

TG

>

<

NERFLs M0O331

& A sless

s MOOMO

%AC A TA 1

A NAca xA
. cEts-1_MO0339

: A

E TAI =L =

SMAT Mo%01

T

Es MOTL

EQTTCCT

SMATM W00733

Tt:gATTCA ) A gl

PU.L_M00633

GaGliMs

MEE rev

" TGGCAGC GCTCCCA
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Name

TGIF_MO00418

LBP-1_M00644

GCR1_MO00046

ERF2_MO01057

GCR1_MO00337

myogenin_MO00056

Adf-1_M00171

AP-4_M00927

SMAD4_MO00733

TAL1_MO00993

Stamp Results

forward reverse compliment
E value Alignment
———TGGCAGC
2.1945e-05 WNNTGACAGC
TGGCAGC—-
3.9422¢-05 —_SCAGCN
—TGGCAGC
5.3099e-05 GWGGAAGC
TGGCAGC
8.2401e-05 —GGCGGC
1.6821e-04 recnmcoc
AAWAGTGGAAGCC
27492004 TECCRSCT T

3.6973e-04

4.1134e-04

7.8378e-04

8.2649¢-04

NNYTGGCNSNGTGCCAAANNNNACAGST

-———GCTGCCA-—--
CGCYGCYGYNGCNKN

—-——GCTGCCA
NCAGCTGY——

-——TGGCAGC—————
NSRKNCAGMCANCY

TGGCAGC——-
—RNCAGNTGG

LASQTW x| ﬂ e

nccc

ﬂmICATTCA

04/30/14

Motif

TGIF MoodL3

LBP.1_M00G644

GCRL MO

(A

[ o

CTTCCAQ

ERF2_MOL07

GCRL_M00337

myogeuin MIGS6

AeTElzc

AdE1MOOLTL

*Z;x: cC
) TTCCTQIAIT

b

e s

AP MO92

;,Cécg

SMATM W00733

TALL V03

(00T <

o\l

0

2C

Mé62

(CTECCA

Mg

M62_rev

TGCACC
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Name

LBP-1_MO00644

AP-4_M00927

myogenin_MO00712

TAL1_MO00993

E2A_MO00973

GCR1_MO00337

TGIF_M00418

ERF2_MO01057

GCR1_MO00046

repressor_M00014

forward

E value

7.4817e-08

1.1394e-05

1.5178e-05

1.9652e-05

5.0084e-05

7.1269e-05

1.5235e-04

1.9865e-04

2.2322e-04

3.6762e-04

Stamp Results

reverse compliment

Alignment

TGGCAGCT
—-—SCAGCN

TGGCAGCT——
——RCAGCTGN

—AGCTGCCA
CASCTGN—--

TGGCAGCT——
—RNCAGNTGG

TGGCAGCT
—RNCAGNT

————— TGGCAGCT
AAWAGTGGAAGCC

———TGGCAGCT
WNNTGACAGC—

TGGCAGCT
-GGCGGC—-

—-TGGCAGCT
GWGGAAGC—

————— TGGCAGCT—-—
NNYNTNGGCGGCTANN

04/30/14

Motif

LBP.1_M00G644

oCTce

AP4_M0927

CA

(:
myogenin MOO7L3
= I\ﬁrc=
cT%IT

TGIF MoodL3

CA

ERF) Moo

*Icc cC

GCRL_ MO0

L1100k

epresoe MU0

il

f——

M10

M0

nnnnnnn

MI0_rev

TTLCTTCT ‘ACARAGaAA

nnnnnnnnn
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
STE11_MO01005  5.4699¢-09 TTICTIICT—— AACAAA AAA
TTTCTTTGTTC
STEIl_M00274  1.6130e-07  __~ AGARAGAAR—-
WNNNNAACAAAGAAANW T I
% b LN =z ==x,
: BR-C_MOWH
BR-C_M00094  1.9673¢-06 __AGAAA(;AAA_ PoT A A
WWRTAAASAWAA g A é S A—ETT
. TTTCTTTCT .|
Rim101p_M01030 3.0613¢-05 rneTTG : AA AA
. == e W -
BPCI_MO1126  4.3302¢-05 TTICTTICT
———-NTTTC- A
HSF_MO00163 5.6933¢-05 AGAAAGAAA—-——~
GAANAGAANAGAAN A A A A AA
AGAAAGAAA————— .
HSF_MO00164 5.6933¢-05 . ; AA ) AA TTcT
: T HS’FETA? -
HSF_MO00166 1.3852¢-04 CTTICTIICT-———
NTTCTNTTCTAGAA T A
Lentiviral M00331 1.9317e-04 _________~ TTICTTICT A A A TM CM
NCTTGCGGTTANNCTNNTYTNT A
IS QTicéiTAlgA aXll'A=
PR,_M00960 3.3254¢-04 reTven
a /YA
M26 M6 rev

CTTCTCT AGAGASA'
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forward

Name E value

Retroviral_MO00212 1.8311e-05

GAGA_MO00723  2.2712e-05

PU.1_MO00658 3.6138e-05

BLIMP1_MO01066 3.6410e-05

Elf-1_MO00746 5.0708e-05

BPC1_MO01126 1.0675e-04

IRF_MO00972 2.0579¢-04

ISGF-3_MO00258  2.1725e-04

IRF-2_MO00063 3.2621e-04

dl_MO00120 7.8025e-04

Stamp Results

reverse compliment

Alignment

-AGAGARAG-——————-
NAGNRRRRRGNTTTATT

—CTYTCTCT-
TYNCKCTCWS

AGAGARAG
—GAGGAAG

——CTYTICICT——-—
YMCTTTCMCTTYC

-CTYTCTCT—--
AYTTCCTICTTIN

CTYTCTCT
NTTTC——-

CTYTCTCT--
NTTTCWNTTT

————— AGAGARAG-
GNGAAANWGAAACT

-CTYTCTCT——-—
RSTTTCRCTTTT

———CTYTCTCT
NGNTTTTCYC-

[
£

04/30/14

Motif

i 2
. Retroviral M212

M

2
. GAGA_M00T23

VAR _=2

&
’ C
wQ%gA

UL M00633

>

%‘CC - AA‘
I -
>

BLIMPI_M01066

mAAé T ATTQ

T =

. -1 MOOT4

%L'Al'égA AAAL

BPCI_MOLL2G

) AAAA

IRE_Mo0g72

I

15GT-3 M2E8

AT .

TRF-2_MO00§3

bbbl

A0

%‘Ci AAAA:Q‘E

]

M2 rev

" AGAGAGAG CTCTCTCT
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Name

GAGA_MO00723

SMAD3_MO00701

Retroviral_M00212

TFII-I_MO00706

ARF_MO00438

Sry-beta_M00666

ZID_MO00085

MAZ_MO00649

FACB_M00390

NRSE_MO00325

forward

E value

2.3892e-06

3.5568e-05

8.3219e-05

1.7134e-04

1.2769¢e-03

2.1533e-03

2.7282e-03

3.2152e-03

3.7322e-03

5.8362¢-03

Stamp Results

reverse compliment

Alignment

—CTCTCTCT-
TYNCKCTCWS

AGAGAGAG
AGNCAGAC

~AGAGAGAG————————
NAGNRRRRRGNTTTATT

—CTCTCTCT
CCTMCNTC—-

AGAGAGAG
—GAGACAA

AGAGAGAG
AGWGATGC

——AGAGAGAG——
GRTGATRGAGCC

CTCTCTCT
CCCTCCC-

NWNNNTCCNNNNNNNNNNKGANNNN

~—CTCTCTCT-——-—————-
GGCRCTCTCCGNGGTGCTGA

04/30/14

Motif

9,
. GAGA_M00T23

He C
(}1-rl\ I\A.«A!\

SMAD3 M00701

iATCT CT

Refroriral M0212

=

I»

-

0

%O

{
<>

f

HJIS TN IErFLS 1 E=0 =
TEILL M0N0

. =TT

13
. ARF_M00433

ETT TC;C

Sry-heta_M00E66

k(T

2D MOwz3

T ATC

.:YT

MAZ Moog#h

M20

M2 rev

OTC.e100T “AdCac,CA
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
ARF M00438  1.1955¢-06 AGGAGACAG
——GAGACAA T
AGGAGACAG—— )
SMAD3_M00701 3.3213¢-05 o eacme i TCT CT
. SE-E2_Moooy?
AGGAGACAG- .
NF-E2_M00037  9.5667¢-04 A reace ; C TCAC
V.94 Cly<=T
AGGAGACAG-————————~— .
YY1 _MO00069  1.5208¢-03 N ANNCAL AT GG NCN b CTT Ly
p=SEA CanC Sac A
~~CTGTCTCCT-—— .
SMAD4_M00733 1.7180e-03 OO e e ; A CT
——————————— CTGTCTCCT--- .
ABF1_M003%9 1.8300e-03 NNTCNNGCCACGTGTCCCNNNNW ET C .
LBSL ST 1Y Cigen
T3R_M00963 1.9821e-03 “AGGAGACAG QCT
NAGGWCAN-—-—
cCA .
Poly M21L
Poly_ M00211  3.6593¢-03 AGGAGACAG—
——GAGACCAC C C
AP-1_ MO00173  5.3360e-03 crTerCTCcT-
NTGACTNMNW é x
AP-1_M00925  5.9729¢-03 ACGAGACAG
NTNAGTCA- CTCA
M45 M4E rev

TCTCTOCT “AGGAGAGA
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Name

TBX5_M01044

MAZ_M00649

HSF_MO00163

HSF_MO00166

NRSE_MO00325

ARF_MO00438

GAL4_MO00198

Sry-beta_MO00666

T3R_MO00963

GAGA_MO00723

forward

E value

2.7763e-04

4.9286e-04

8.6330e-04

8.6330e-04

1.0339e-03

1.2769e-03

1.8357e-03

2.1533e-03

3.2067e-03

3.7060e-03

Stamp Results 04/30/14

reverse compliment

Alignment Motif
» TBXS VOL0H4
TCTCTCCT- .
TCACACCTT : T
: MAZ_ V00649 o
AGGAGAGA .
GGGAGGG— : A

- e =N

HSF M0163

——TCTCTCCT———-— 4
NTTCINTTCTNTTC AAé AAé AA

N HSF 00166

--TCTCTCCT---~ N T A A
NTTCTNTTCTAGAA ’ T A AA
JLIVIAVAR-AVAA.
~——TCTCTCCT————————~ E
GGCRCTCTCCGNGGTGCTGA TC CAC A A i c
THUXTTYZY T FCeTIA

13
. ARF_M00433

AGGAGAGA-— w
——GAGACAA ¢ TT TCTC

GALA Mo01%8

NRSE_ V0035

s

——————— AGGAGAGA—————- .
NGYTCGGNNNANAGNNNNCCG

L s,

J QUICSES S e

Sty-heta MOG66

AGGAGAGA——— N
———AGWGATGC ¢

T3R_MOW63

~AGGAGAGA N
NAGGWCAN- ! Q T
ccA iy

GAGA_M00T23

————TCTCTCCT .
TYNCKCTCWS—— ’ A C
(3-r=rk:: /\/\____ﬁr

MS3

ME2 rev

CAGGACA '<TCTCCTC
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Name

Ttk_MO00009

Nrf-2_MO00108

XPF-1_M00684

MAZ_M00649

KAISO_MO01119

LXR,_MO00965

Tel-2_MO00678

USF_MO00796

AREB6_M00412

NRSE_MO00325

forward

E value

1.6619e-04

7.1918e-04

8.2279e-04

1.1922e-03

1.5352e-03

1.6933e-03

1.7443e-03

1.9406e-03

2.3379e-03

2.8362e-03

Stamp Results

reverse compliment

Alignment

CTICTCCTG-
—-—GTCCTGC

CTICTCCTG-
SNCTTCCGG

—CTCTCCIG
GKTSNYCNG

CTCTCCTG
CCCTCCC—

————CAGGAGAG
NTNGCAGGA-——

-——CTCTCCTG—--—-
GNCCTNNNNTRACCYN

CAGGAGAG—
CAGGAAGTA

-CTCTCCTG——
NSTCACGTGNN

———CAGGAGAG-
RNWCAGGTRNRN

-———CTCTCCTG-—-———-—
GGCRCTCTCCGNGGTGCTGA

et

04/30/14

Motif

Ttk Moo

%CTCCT C

cC
%‘ AT ACAAC

Nief-2_M00108

XPE-1_M00634

-

N MAZ_M00649

‘
Ha

> TGC =

. KAISO_MO1119

g
Ha
N o

. LXR, M00%3

ks TACT acle

Td-3 M6

TCTTCEr

ST Mou™

%;QQQAgeTci?

2
» AREB6 MO0412

P
Fi

c T

X

s
NRSE_M00325

XTTVE TCCTTA

M36

TTTCTTCT “AGAAGAAA

M3 rev
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
. TTTCTTCT
Rim101p_MO01030 1.5075¢-06 TNCTTG. C AA
ACC
EIf-1 M0O0746  9.2030e-06 ~TTICTICT-—
AYTTCCTCTTN A T
wTTA Aa
STELLMO10OS
STEI1_MO01005  2.6067¢-05 TTICTICT-—— ACAAA AA
TTTCTTTGTTC
HSF_M00163  2.6422¢-05 TTICTICT- A A A
NTTCTNTTCTNTTC
————— TTTCTTCT- .
HSFE_MO00164 2.6422¢-05 CAANNTTOTNTTC : A A TTCT
AGAAGAAA- 5
PEND_MO1015  1.4491e-04 e oaanr ; AA A T
A8 8 s
——————— AGAAGAAA--— w
STE11_M00274  2.3229¢-04 NNAACA AR AN 5 T B
!
XPE-1_M0ng34
TTTCTTCT- .
XPE-1_MO00684  2.5882¢-04 CKTenvONG c A AC
TT ~C
Alx-4 M00619  2.8911e-04 ~~~AGAAGAAA- c A AA AA c
CTGAGAATAATC
SRY M00148  3.1174e-04 AGAAGAAA A
——AACANM A
M12 M2 MI2 rev

nnnnnnn

0 o

ACAAAAGAA TTCTTTTCT

nnnnnnnnn
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Name

HSF_MO00163

HSF_MO00166

HSF_MO00167

HSF_MO00170

HSF_MO00164

GATA-2_M00349

GATA-3_M00350

GATA-1_M00347

HSF_MO00168

STE11_MO01005

Stamp Results

forward

E value

7.2365e-12

7.2365e-12

5.4321e-09

5.4321e-09

1.7186e-08

1.1741e-06

1.8107e-06

2.3500e-06

4.7259e-06

2.5560e-05

reverse compliment

Alignment

—-———AGAAAAGAA-
GAANAGAANAGAAN

————AGAAAAGAA-
TTCTAGAANAGAAN

-TTCTTTTCT———-—
NTTCNNTTCNNTTC

-TTCTTTTICT———-—
NTTCNNTTCNNGAA

—————— TTCTTTTCT
AGAANNTTCTINTTC-

—AGAAAAGAA
SAGATAANA-

TTCTTTTCT-
-TNTTATCTY

TTCTTTTCT-
—-YNTTATCTN

—————— TTCTTTTCT
NGAANNTTCNNTTC-

-TTCTTTICT-
TTTCTTTGTTC

e
————I -

%CéAAAAL
'l

04/30/14

Motif

HSF 00163

(TR

HSF 00166

HSF_M0l67

HSF 00164

A G

GATA. l Mo03®

g 5
N STELL_MOI00S

cAMCARAC A

Mé61

M6l

%TCTTTuCT

M61_rev

AGCALACa
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Name

STE11_MO1005

SOX_M01014

LEF1_MO00805

STE11_MO00274

Matl-Mc_MO00275

YY1 _MO00069

DBP_M00624

HSF_MO00167

HSF_MO00170

dTCF_M00362

forward

E value

1.7738e-06

4.3937e-06

6.2387e-06

1.8692¢e-05

2.4671e-05

6.7353e-05

1.9371e-04

2.0684¢-04

2.0684e-04

2.0895e-04

Stamp Results

reverse compliment

Alignment

—AGCAAAGA——
GAACAAAGAAA

TCTTTGCT————
TCTTTGTTANGN

TCTTTGCT
-CTTTG——

————— AGCAAAGA-——-
WNNNNAACAAAGAAANW

————— AGCAAAGA-——-
NRMNNAACAAAGANRYC

———AGCAAAGA-——————-—
WNSANNCAAGATGGCNGNN

TCTTTGCT
—NWNTGC-

-——TCTTTGCT————
NTTCNNTTCNNTTC

-——TCTTTGCT———-—
NTTCNNTTCNNGAA

—-——AGCAAAGA
AAGATCAAAG-

VT <

[ H |
A% l TC = =k
[/ |
nTﬁngC Iz

04/30/14

Motif

STEL1_MO1003

oAMCAMAAA

SOX_MOI0Id

> _—

LEE] MO0K5

4
"] A
e ——

STELLMO024

= LCa

= EéA 9119 ,%Isg.x
N DBP_M0d64

A
i V- <=

HSF_M0l67

[ 4=

JTCP V032

Sequence logo generation powered by weblogo

STAMP is written by Shaun Mahony
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