Stamp Results 03/21/14

Jump to: Multiple Alignment Motif Tree Motif Matching
Input file: 8 motifs loaded

Settings: Metric=PCC, Alignment=SWU, Gap-open=1000, Gap-extend=1000, -nooverlapalign
Multiple Alignment=IR, Tree=sUPGMA, Matching against: TRANSFAC
Note: All results files are removed nightly at midnight EST. Please save your results by saving "Webpage,
complete".
Download results as a PDF

Click here to run STAMP again.

Multiple Alignment
(Consensus sequence representations shown, but multiple alignment was carried out on the matrices)
MO : ————-NTGGGCT—--
M1: NNNGGTGGGN———
vz —————= GGGGCAN
M3: ———WGTGGGG——-—
M4:  ———— GGGGG-—-
M5: GGAGG——
mMe: == ——= TGGCTG——
M7 : -————-TTGCAG——-—
. FBP
Familial Profile: £1
(click for matrix)
p— - —:q:é_-—-;-_%
Motif Tree
Tree (drawn by Phylip) Input Motif Best match in

Click here for Newick-format tree (viewable with MEGA) TRANSFAC



http://www.benoslab.pitt.edu/stamp/results/1093699399_input.motifs
http://www.benoslab.pitt.edu/stamp/results/1093699399.pdf
http://www.benoslab.pitt.edu/stamp/
http://www.benoslab.pitt.edu/stamp/results/1093699399FBP.txt
http://www.benoslab.pitt.edu/stamp/results/1093699399FBP.txt
http://evolution.genetics.washington.edu/phylip.html
http://www.benoslab.pitt.edu/stamp/results/1093699399.tree
http://www.megasoftware.net
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Sequence logo generation powered by weblogo
STAMP is written by Shaun Mahony


http://weblogo.berkeley.edu/
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